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Somatic cell reprogramming
Induced Pluripotent Stem Cells (iPSCs)

Our lab studies the molecular mechanisms of reprogramming. We
want to understand how adult cells can be converted into induced
pluripotent stem cells (iPSC)

1. Chemical Screens
2. Genetic Screens (CRISPR)
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Chromatin modifiers and control of gene expression
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Chromatin-based barriers to epigenetic reprogramming
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New Results

AF10 (MLLT0) prevents somatic cell reprogramming through regulation of

DOT | L-mediated H3K79 methylation

Deniz Ugurlu-Gimen, Deniz Odluyurt, Kenan Seving, Nazl Ezgi Ozkan-Kiigiik, Burcu Ozgimen, Deniz Demirtas,

Eray Eniistiin, Can Aztekin, Martin Philpott, Udo Oppermann, {2} Nurhan Ozlii,
doi: https://doi.org/10.1101/2020.12.22.423908
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This article is a preprint and has not been certified by peer review [what does this mean?].
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Ugurlu-Cimen D et al. Epigenetics Chromatin. 2021



nature ARTICLES CBPa0

chemica.l blOlOgy https://doi.org/101038//541589-019-0264-2
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New Results

BRD9-containing non-canonical BAF complexes safeguard cell identity and
prevent reprogramming

Kenan Seving, Giilben Giirhan Seving, Ayse Derya Cavga, Martin Philpott, Simge Kelekgi, Hazal Can,
Adam P. Cribbs, ) Enes Sefa Ayar, Dilsad H. Arabaci, James E. Dunford, Ata B. Demir, Logan H. Sigua, Jun Qi,
Udo Oppermann, = Tamer T. Onder

doi: https://doi.org/10.1101/2021.05.27.445940
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Stem Cell Laboratory at Kog¢ University
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Welcome to the Stem Cell Laboratory at Kog University!

@

New preprint and paper on the role of histone reader AF10 in reprogramming !!

Check out our work on iPSC-derived hepatic organoids out at Stem Cell Reports !!

Our paper on reprogramming is out at Nature Chemical Biology !!

Our lab studies the molecular mechanisms of cellular reprogramming. We want to
understand how somatic cells such as skin fibroblasts can be converted into induced pluripotent
stem cells (iPSC). Our focus is on identifying the role of chromatin modifying proteins in this
process.

We are also interested in generating iPSCs from Turkish patients with rare genetic
diseases for in vitro di: ing and g editing.

We are located at KUTTAM ~ Click here for open positions!

http://scl.ku.edu.tr/
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